
TCGD: the Cancer GWAS database
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Part 0: Home page
Use the navigation bar to click and jump to other pages

Brief introduction of TCGD

Schema of TCGD

Use search bar to access to results of interested genes and tissues



Part 1: Browse GWAS summary statistics

1) Retrieve GWAS by CGID, trait, 
PMID, population and source

2) Click to select 
cancer/neoplasm type



Part 1: Browse GWAS summary statistics



Part 2: xQTLs – GWAS colocalization

1) Retrieve colocalization by 
gene name, tissue, CGID, Class, 

population and xQTL

2) Sort table by Hypp0-4 value 3) Click to select tissue

4) Download the entire results or for the specific gene



Part 3: TWAS results for GWASs

1) Retrieve TWAS results by 
gene, tissue, CGID, Class, 

population and xQTL

2) Sort table by p-value and z-mean



Part 4: Data download



Part 4: Data download

The 'Download' button allows
users to download either the
complete set of results or the
currently retrieved results on
the page (specific to selected
genes, tissues, or cancers).



Contact us

Our website can also serve as a data sharing platform for cancer
GWASs. If your research produces new cancer GWAS data and you
want to share your cancer GWAS data to other researchers or need
host your sc-eQTLs data on internet, please feel free to contact us.
Our email address is Lei.li@szbl.ac.cn

Moreover, if you encounter any problem or have any advice when
using TCGD, please feel free to contact us. We will respond in a timely
manner, thanks for your contribution for improvement of TCGD.


